Figure 1. Influenza Virus Structure: Virus and Genome
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Figure 2. A/CA/4/2009 HIN1
influenza virus structure

and likely gene sources
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Virus genes

1. PB2: Avian - like (TRIG)*

| 2. PB1: Human - like (TRIG) |

| 3. PA: Avian - like (TRIG)

| 5. NP: Classical swine-like (TRIG)

| 6. NA: Swine-like (Eurasian)

| 7. M; + M,: Swine-like (Eurasian) |

| 8. Ng; + Ng,: Classical swine-like (TRIG)

* TRIG denotes “triple reassortant internal genes”
which are commonly found in most triple
reassortant swine influenza viruses in North
America and elsewhere
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